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TEACHING & RESEARCH EXPERIENCE:   18 Years 

1. Worked as a Senior Demonstrator at A.I.I.M.S., Delhi (1996 – 1999) 
2. Worked as a Post-Doc at Purdue University, USA (2001-2005) 
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Awards and Recognition’s: 

 
1.  S.V. TALEKAR MEDAL FOR BEST POST GRADUA0074 
 
E DEGREE IN AIIMS, DELHI 
2.  Awarded Senior Research Fellowship, Council of Scientific and Industrial 

Research (1999-2001), Govt. of India. 

3. Visiting Scientist (2006) at PURDUE UNIVERSITY, USA 
4. BOYSCAST award (2008) from Department of Science and Technology, India and  
Visiting Scientist at Purdue University, USA 
5. Visiting Scientist (2011) at BM-14, ESRF-Grenoble  
 
DUTIES & RESPONSIBILITIES AT  IIT ROORKEE: 



 
Since my joining, I have developed a Macromolecular Crystallographic Unit 

(MCU) in IIC. It consists of Molecular cloning, Protein biochemistry, Isothermal 
Calorimeter and X-ray crystallography sections. This facility is being heavily used by 
IITR students/faculty. I have also developed a bioinformatics lab in the Dept. of 
Biotechnology and I am the O/C of these two labs. 

I have also provided my contribution towards institute administration as a warden 
from 2006-2008, staff adviser of volleyball & badminton from 2007-2011 and Deputy 
Chief Adviser of student club (2010-contd.).  
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