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Stru. & Dyn. 
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biphenyl 
dioxygenase 

BBRC 421(4) 757-62 2012 
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J.T. & Sylvestre M 

Structural Insight 

into the Expanded 
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Function of 
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Investigation of 
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tin(IV): 1D 

Chains Generated 
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Bonding. 
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Y LETTERS 
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Bhowmik, S., Seah, 
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Singh G., 

Paramasivam M., 

Saravanan K., 

Jabeen T., Sharma 
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OCH3,C42H59N5 

O8 

Zeitschrift fuer 

Kristallographie 

- New Crystal 

Structures 

217(3) 369-371 2002 

60.  . Kumar, P., 

Yadav, S. & Singh, 
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