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Singh, T.P. apolactoferrin at
303 K
providing further
evidence of closed
conformations of
N and C lobes
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diffraction studies
69 Sharma, Structure and J Chromatogr 756(1-2) | 183-7 2001
S., Kumar, P., function of BBiomed Sci
Betzel, C., Singh, proteins involved | Appl
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